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Fig. 6

ENA Accession number for the
gene / mRNA

Selected Field: /gene
Gene in CDS-1: TP53.
Selected Field: /product

Product in CDS-1: phosphoprotein p53

Selected Field: /protein_id

Protein_id in CDS-1: AAA59987.1
UniProtkB: P04637

FTVARIANT 5 5 Q> H in a sporadic cancer;

FTVARIANT 6 6 5 -> L in  sporadic cancer; Fr
FTVARIANT 77 D -> H in a sporadic cancer; Teatures
FTVARIANT 8 8 P -> S in a sporadic cancer;

FT VARIANT 10 10V -> | in a sporadic cancer;

FT MUTAGEN 15 15 S->A: Loss of interaction with PPP2R5C,
FT MUTAGEN 18 18 T->A: No effect on interaction with MDM2
FT MUTAGEN 20 20 S->A: Abolishes phosphorylation site.

FT MUTAGEN 20 20 5->D: Constitutively increased TP53

FT MUTAGEN 22 23 LW->QS: Loss of interaction with MDM2,

CC-1- FUNCTION: Acts as a tumor
suppressor in many tumor types; induces
growth arrest or apoptosis depending on the physiological
circumstances and celltype. Involved i cell cycle regulation as 2
at acts to negatively Il division by
controlling a set of genes required for this process. One of the
activated genes is an inhibitor of cyclin-dependent kinases.
CC -!- DISEASE: Note=TP53 is found in increased amounts in a
wide variety of transformed cells. TP53 is frequently mutated or
inactivated in about 60% of cancers.

PDB IntAct
4HJE; 2B0S; P31947;
3UZD; 4E2€; ;|| Pe3tos;

4365; IPRO23410; || QI13362;

i Patterns. Interacting
Failies proteins.

Query ID: 4HJE
Source: HOMO SAPIENS

:1AC1 14 LEUA 855 Lvs A 857 GLY A 858 VALA 863
+2 AC1 14 ALA A 880 MET A 929 GLU A 930 LEU A 932
ACL 14 GLY A 935 ASP A 939 LEU A 983 ASP A 994
AC1 14 HOH A1357 HOH A1359

: 1AC2 13 LEU B 855 GLY B 858 VAL B 863 ALA B 880
+2 AC2 13 GLU B 930 LEU B 932 GLY B 935 ASP B 939
3 AC2 13 LEU B 983 GLY B 993 ASP B 994 HOH B1362
+4AC2 13 HOH B1394

KEGG: hsa04115
(pS3 signaling pathway)

Pathway name: p53 signaling pathway
Pathway Code: hsa04115

Organism name: Homo sapiens (human)
d5:H00409 Type Il diabetes mellitus
ds:H00896 Lymphangioleiomyomatosis (LAM)
d5:H00992 Seckel syndrome

d5:H01007 Choroid plexus papilloma
ds:H01195 VACTERL/VATER association

Pathway
data

dr:D00341 Hydroxycarbamide (JAN/INN)
dr:D06611 Lexatumurmab (USAN/INN)
dr:D08656 Aleplasinin (USAN/INN)
dr:D08887 Cenersen sodium (USAN)
dr:D09329 Conatumumab (USAN/INN)
dr:D09604 Dinaciclib (USAN/INN)
dr:D09888 Drozitumab (USAN/INN)
dr:D10372 Palbociclib (JAN/USAN)

DrugBank

Query ID: DB0100S
Name: Hydroxyurea
Synonyms: Carbamohydroxamic Acid, Carbamohydroximic Acid
CAS mumber: 127-07-1

IUPAC Name: hydroxyurea
SMILES: NC(=O)NO

Chemical Formula: CHAN20!

InChl: 1S/CHAN202/c2- 1(4)3 S/hSH,(H32,3.4)

Protein ID, sequence, structure and function annotations,
disease information, metabolic pathway, known drugs for
the target
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